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Pe3iome. Llenbio mcciiemoBaHusl SIBUJICS aHAW3 HamOoJee YacTO PErMCTPUPYEMBIX UMMYHHBIX OEIKOB
TUTa3MBbl KPOBU, OTpaXkaloInX MOJICKYJISIpDHBIE ITAaTOJIOTUYECKUE TTyTU Pa3BUTHUSI MH(PEKIIMOHHOTO HI0Kap-
JINTa HATUBHBIX KJIAITAHOB, B COBOKYITHOCTH C aHAJIM30M OEJIKOB-MapKepOB OCHOBHBIX BO30yauTeei 3a00-
JIeBaHUST HA OCHOBE COBPEMEHHOM TEXHOJIOTMYECKOU TIaThOpMBbl IUIsT TIPOTEOMHBIX MCCIenoBaHmii. B nc-
clienoBaHue BKIOYeHO 99 manreHToB ¢ D HaTUBHBIX Ky1almaHOB cepalia. Bee 6oybHbIE ObLTHU 00CIe0BaHbI
COIJIACHO MPOTOKOJY CTallMOHAPHOTrO 00CJieNOBaHMsI, BKIIIOUABIIEMY OOILIEKJIMHUYECKUE, JTabopaTOpHbIe
W UHCTPYMEHTAIbLHBIE METOABI McclienoBaHus. BeineneHre n naeHTUGUKAIMS 6eJTKOB MUKPOOPTaHU3MOB
B KPOBY M MHTPAOTIEPAITMOHHOM MaTepHralie, BBISIBJICHUE OEJIKOB, OTpaxkamlmnxX QYHKIIMOHUPOBaAaHNE UM -
MYHHOM CUCTEMBI, BBITIOJIHSUTUCH C TIOMOIIIBIO HOBBIX METOHOB JUISI KITUHUYECKOU mpoTeoMuku. OOHapyxe-
HBI ciennduieckre 0eIKn Bo30yauTelieil MHMQEKIIMOHHOTO SHA0KAPANTA, SIBIISIIONIAECS UMMYHOTEHHBIMU
JleTepMUHAHTaMU JUIST OpraHU3Ma 4eJIoBeKa M OTIPEACIISTIOIIMMY CUCTEMHBI MMMYHHBIN OTBET.

Knrouesvie crosa: unghexyuontblil 3HOoKapoum, npomeomuka, Macc-cneKmpomempus.

Rumbesht V.V., Matsionis A.E., Dyuzhikov A.A., Sarvilina L.V.

IMMUNOPROTEOMICS OF INFECTIOUS ENDOCARDITIS OF NATIVE HEARTVALVES

Abstract. The aim of present study was to analyze the most commonly detected blood plasma immune
proteins, that reflect molecular pathways in development of infectious endocarditis of native valves, together
with analysis of marker proteins of disease on the base of modern technological platform for clinical
proteomics. Ninety-nine patients with infectious endocarditis of native heart valves were included into the
study. All the patients were examined according to hospital assessment protocol, including clinical, laboratory
and instrumental methods of evaluation. Separation and identification of proteins of microorganisms in blood
and materials taken at surgery, detection of proteins related to functioning of immune system, were carried
out using new methods of clinical proteomics. We have revealed same proteins, that are specific of pathogens
causing infectious endocarditis, that thus representing immunogenic determinants and defining a systemic
immune response in the patients. (Med. Immunol., 2008, vol. 10, N 1, pp 27-34)
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